EATON E. LATTMAN

a. Professional Preparation

Harvard College, Cambridge, MA Chemistry and Physics  BA (cum laude)/1962
Johns Hopkins University, Baltimore, MD  Biophysics PhD/1969

Johns Hopkins University, Baltimore, MD  Biophysics Post-doctoral/1970-1974
Max Planck Institute for Biochemistry, Crystallography Post-doctoral/1974-1974
Germany

Brandeis University, Waltham, MA Crystallography Post-doctoral/1974-1976

b. Appointments

2019-Present Faculty Afffiliate, Physics, ASU

2018-Present Faculty Affiliate Biochemistry, University of Maryland-Baltimore

2016-Present Professor of Materials Design and Innovation, University at Buffalo, Buffalo, NY
2013-2017 Director BioXFEL Project, University at Buffalo, Buffalo, NY

2009-Present Professor of Structural Biology, University at Buffalo, Buffalo, NY

2008-2014  CEO and Executive Director, Hauptman-Woodward Institute, Buffalo, NY

2004-2008 Dean, Research & Graduate Education, Johns Hopkins University School of Arts
& Sciences, Baltimore, MD

1996-2008 Professor of Biophysics, Johns Hopkins University Krieger School of Arts &
Sciences (Chair 1996-2003), Baltimore, MD

1977-1996  Assistant, Associate, Full Professor of Biophysics, Johns Hopkins Medical
School, Baltimore, MD

1977-1977  Adjunct Assistant Professor of Biology, Brandeis University, Waltham, MA
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d. Synergistic Activities

e Leader in developing two new inter-school PhD programs within Johns Hopkins University:
Program in Molecular Biophysics and Program in Chemical Biology. These are both supported
by NIH training grants

e Developer of so-called Lattman Angles that are widely used in crystallography software
packages to carry out rotational searches

e Editor-in-chief Proteins: Structure, Function, and Genetics: 1993 — 2005

e Member Board of Trustees, Charter School for Applied Technologies, Buffalo, NY. CSAT
serves a deprived inner city population and achieves a nearly 100% high school graduation rate
where public schools hover around 50%.

e Co-author with Patrick Loll of Protein Crystallography: A Concise Guide. This accessible
book, less than 120 pages long, forms the basis for many short courses or course units in protein
crystallography.



